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3 <110> APPLICANT.. Luo, nng 

Huang, Betty 
g_ Shen, Mary 

' Yu, Peiwen 



SAW SEQUENCE LISTING 
PAXKNT APPLICATION: US/0V7«,„, 

set. N:\CRE3\10112001\I76,43,.^^^ 

MT. T,-_ 



DATE: 10/11/2001 
TIME: 10:07:46 




<120 '^fc'-i-wen 

^^^^ s iE-^^--."„v°--- 

29<170> SOETW^REf Pa?en«r-' " 

3i <210> SEQ ID NO- 1 3.1 

45 gttctccgcc Saa^^r^'' «?gggggegg gglScaS f '^'^'^^^ggg 

yctggtgttg gccaatqccc rrrr= ^^^'^ ^^gg^sgcte 'tgoacoi-o^^ 
53 caactatgtc aacaaacgga S^f^'"" ctctttccat cccgtjSa 
55 catgagctac ttgaagaggc JaJat f ^^^^^^^^^^^ cacaacttct 

I ?Si St Si 

" 

" 5-- 

.'I ^^p^^' """"" 

<213> ORGi»iSM: Honx, sapiens 



EIMT 



ED 



agctgttcta 
gtctcgtcca 
acccacacga 
ctccttaaga 
acagtgcccc 
ctgtcctctc 
tctgctgcct 
^tg^gctggt 
acaacgtgga 
caccccagag 
aacaatggcc 
gctgggtaag y 
gagagtcttg / 
tgagtcccag/ 
gattaggtgg, 
gaagcagctc 
tactctgctt 
attgt^gtaa 
ttttcttttt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 ] 
720 ^ 
780 / 
840 / 
'900 h 
; 960 ^ 
1020 
1080 
1140 , 



1155; 
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PATENT APPLICATION: US/09/762,491 TIME: 10:07:46 

Input Set : A:\A68285.ST25.txt 

Output Set: N:\CRF3\10I12001\I762491.raw 



83 <400> SEQUENCE: 2 

85 Met Trp Gin Leu Trp Ala Ser Leu Cys Cys Leu Leu Val Leu Ala Asn 

86 1 5 10 15 

89 Ala Arg Ser Arg Pro Ser Phe His Pro Val Ser Asp Glu Leu Val Asn 

90 20 25 30 

93 Tyr Val Asn Lys Arg Asn Thr Thr Trp Gin Ala Gly His Asn Phe Tyr 

94 35 40 45 

97 Asn Val Asp Met Ser Tyr Leu Lys Arg Leu Cys Gly Thr Phe Leu Gly 



98/ 


50 








55 








60 










itl 


Gly 


Pro 


Lys 


Pro 


Pro 


Gin 


Arg 


Val 


Met 


Phe 


Thr 


Glu 


Asp 


Leu 


Lys 


Leu 


102 


65 










70 










75 










80 


10^ 


Pro 


Ala 


Ser 


Phe 


Asp 


Ala 


Arg 


Glu 


Gin 


Trp 


Pro 


Gin 


Cys 


Pro 


Thr 


He 


106 










85 










90 










95 




109 


Lys 


Glu 


He 


Arg 


Asp 


Gin 


Gly 


Ser 


Cys 


Gly 


Ser 


Cys 


Trp 


Val 


Arg 


Pro 


110 








100 










105 










110 






113 


Cys 


Trp 


Leu 


Val 


Gly 


Lys 


Arg 


Trp 


Arg 


Glu 


Ser 


Gly 


Ser 


Asn 


Thr Gly 


114 






115 










120 










125 








117 


Glu 


Ser 


Trp 


Gly 


He 


Arg 


Gly 


Gly Asp 


Asn 


Ser 


Asp 


Lys 


Ala 


Ser 


Tyr 


118 




130 










135 










140 










121 


Arg 


Asn 


Phe 


Leu 


Ser 


Pro 


Ser 


Phe 


His 


Gin 


Tyr 


Lys 


Asn 


His 


Asn 


Pro 


122 


145 










150 










155 










160 


125 


Ser 


Gly 


His 


Glu 



























129 <210> SEQ ID NO: 3 

130 <211> LENGTH: 1294 

131 <212> TYPE: DNA 

132 <213> ORGANISM: Homo sapiens 

134 <400> SEQUENCE: 3 

135 tccaagtcct ggatgagctc ggaagacacg tgctgctgcg gaaggactgt ggcccagtgg 60 
137 acaccaaggt tccaggtgct ggggagccca agtcagcctt cactcagggc tcagccatga 120 

13 9 tttcttctct gtcccaaaac catccagaca acagaaacga gactttcagc tcagtcattt 180 
141 ccctgttgaa tgaggatccc ctgtcccagg acttgcctgt gaagatggct tcaatcttca 240 
143 agaactttgt cattacctat aaccggacat atgagtcaaa ggaagaagcc cggtggcgcc 300 
145 tgtccgtctt tgtcaataac atggtgcgag cacagaagat ccaggccctg gaccgtggca . 360 
147 cagctcagta tggagtcacc aagttcagtg atctcacaga ggaggagttc cgcactatct 420 

14 9 acctgaatac tctcctgagg aaagagcctg gcaacaagat gaagcaagcc aagtctgtgg 480 
151 gtgacctcgc cccacctgaa tgggactgga ggagtaaggg ggctgtcaca aaagtcaaag 540 
153 accagggcat gtgtggctcc tgctgggcct tctcagtcac aggcaatgtg gagggccagt 600 
155 ggtttctcaa ccaggggacc ctgctctccc tctctgaaca ggagctcttg gactgtgaca 660 
157 agatggacaa ggcctgcatg ggcggcttgc cctccaatgc Ctactcggcc ataaagaatt 720 
159 tgggagggct ggagacagag gatgactaca gctaccaggg tcacatgcag tcctgcaact 780 
161 tctcagcaga gaaggccaag gtctacatca atgactccgt ggagctgagc cagaacgagc 840 
163 agaagctggc agcctggctg gccaagagag gcccaatctc cgtggccatc aatgcctttg 900 
165 gcatgcagtt ttaccgccac gggatctccc gccctctccg gcccctctgc agcccttggc 960 
167 tcattgacca tgcggtgttg cttgtgggct acggcaaccg ctctgacgtt cccttttggg 1020 
169 ccatcaagaa cagctggggc actgactggg gtgagaaggg ttactactac ttgcatcgcg 1080 
171 ggtccggggc ctgtggcgtg aacaccatgg ccagctcggc ggtggtggac tgaagagggg 1140 
173 cccccagctc gggacctggt gctgatcaga gtggctgctg ccccagcctg acatgtgtcc 1200 
175 aggcccctcc ccgggaggta cagctggcag agggaaaggc actgggtacc tcagggtgag 1260 
177 cagagggcac tgggctgggg cacagcccct gctt 1294 
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DATE: 10/11/2001 

<210> SBQ ID NO: 4 
f2ri> LENGTH: 338 

^oi9> TYPE: PRT . fc 

^2^3^ ORGANISM: Hoitio sapxens ■ % 

:loO> sequence: 4 Asn Arg Asn Glu |r 

r " ASP pro .eu ser Gin L 

^ ,r -. TT^ qer Leu Leu Asn Glu Abf | 

se. se. v,l lie 3^^ 1 

„ v;,! Lvs Met Ala ser He Phe i^Y^ 5 | 

Th. Tvr OXu S.r .y. eo „^ 

50 „ val Arg Ala Gin Lys He Gxn 

pne V.1 A=n «s„ Met V 1 

, Tvr OIY val Thr Lys ^er asp 

31, Thr .1. Oln Tyr 

. olu Phe lie Tyr Leu Asn Thr 

Met r= Oln Ala Lys ser V.1 Gly »P f,? " 
: 1« ,,3 V.1 Lys ASP c. Oly 

I Trp .SP Trp ser Lys oly i,o ] 

» «r CVS Trp Ma Phe S« ""^ °" 160 

3 „et cys Gly ser cys Trp 155 

4 145 nln Gly Thr Leu Leu Ser i^e ; 

, .la Trp Phe Leu ..a y ^^^^^ 

8 n,r= LVS Met ASP Lys AXa ^ 

'1 ^eu Leu ASP cys Asp Ly . ^ .^^ 

^2 .la ivr ser Ala He Lys Asn Leu Gly Y^^^ , 

j5 ser Asn Ala Tyr ^00 ^3, phe S^Ala 

3^ III ser Tyr Gin Gly Hxs Met Gin | 

39 ASP ASP Tyr 215 ^ r-eu Ser GlAsn 

Glu Li°s .la Lys val Tyr He .sh .SP 

V^. Gin Lys Leu .1. - ^ .s^r, 



AXci 25 

. iZ GIV Met Gln/1^^ ^ 270 1 

Ala He Asn Ala Phe Gly ^^GS^eu He Asp His Ala Val.eu 

. r,,<? ser Pro 7 , 285 
pro Leu Arg Pro Leu Cys ^^^p val Pro Phe Trp Ala He 

275 / 300 



Lys 



jri^ —J- 

275 / juu 

,eu val Gly xyr Gly Asa Ar^ 

ser Trp Gly ^nr A sj/val ^ 



3 

Arg Gly Ser Gly ^la 

val ASP / 
<210> SEQ ID/' 
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PATENT APPLICATION: US/09/762,491 TIME: 10:07:46 

Input Set : A:\A68285.ST25.txt 

Output Set: N:\CRF3\10I12001\I762491.raw 

276 <211> LENGTH: 1557 

277 <212> TYPE: DNA 

2 78 <213> ORGANISM: Homo sapiens 

280 <400> SEQUENCE: 5 

281 atgtcgtgcg tcaagttatg gcccagcggt gcccccgccc ccttggtgtc catcgaggaa 60 
283 ctggagaacc aggagctcgt cggcaaagac gggttcggca cagtgttccg ggcgcaacat 120 
285 aggaagtggg gctacgatgt ggcggtcaag atcgtaaact cgaaggcgat atccagggag 180 
2 87 gtcaaggcca tggcaagtct ggataacgaa ttcgtgttgc gcctagaagg ggttatcgag 24 0 
2819 aaggtgaact gggaccaaga tcccaagccg gctctggtga ctaaattcat ggagaacggc 300 
29I1 tccctgtcgg ggctgctgca gtcccagtgc cctcggccct ggccgctcct ttgccgcctg 360 
29j3 ctgaaagaag tggtgcttgg gatgttttac ctgcacgacc agaacccggt gctcctgcac 420 
29*5 cgggacctca agccatccaa cgtcctgccg gacccagagc tgcacgtcaa gctggcagat 480 
297 tttggcctgt ccacatttca gggaggctca cagtcaggga cagggtccgg ggagccaggg 540 
2 99 ggcaccctgg gctacttggc cccagaactg tttgttaacg taaaccggaa ggcctccaca 600 
301 gccagtgacg tctacagctt cgggatccta atgtgggcag tgcttgctgg aagagaagtt 660 
303 gagttgccaa ccgaaccatc actcgtgtac gaagcagtgt gcaacaggca gaaccggcct 720 
305 tcattggctg agctgcccca agccgggcct gagactcccg gcttagaagg actgaaggag 780 
307 ctaatgcagc tctgctggag cagtgagccc aaggacagac cctccttcca ggaatgccta 840 
309 ccaaaaactg atgaagtctt ccagatggtg gagaacaata tgaatgctgc tgtctccacg 900 
311 gtaaaggatt tcctgtctca gctcaagagc agcaatagga gattttctat cccagagtca 960 
313 ggccaaggag ggacagaaat ggatggcttt aggagaacca tagaaaacca gcactctcgt 1020 
315 aatgatgtca tggtttctga gtggctaaac aaactgaatc tagaggagcc tcccagctct 1080 
317 gttcctaaaa aatgcccgag ccttaccaag aggagcaggg cacaagagga gcaggttcca 1140 
319 caagcctgga cagcaggcac atcttcagat tcgatggccc aacctcccca gactccagag 1200 
321 acctcaactt tcagaaacca gatgcccagc cctacctcaa ctggaacacc aagtcctgga 12 60 
323 ccccgaggga atcagggggc tgagagacaa ggcatgaact ggtcctgcag gaccccggag 1320 
325 ccaaatccag taacagggcg accgctcgtt aacatataca actgctctgg ggtgcaagtt 1380 
327 ggagacaaca actacttgac tatgcaacag acaactgcct tgcccacatg gggcttggca 1440 
329 ccttcgggca aggggagggg cttgcagcac cccccaccag taggttcgca agaaggccct 1500 
331 aaagatcctg aagcctggag caggccacag ggttggtata atcatagcgg gaaataa 1557 

334 <210> SEQ ID NO: 6 

335 <211> LENGTH: 519 

336 <212> TYPE: PRT 

337 <213> ORGANISM: Homo sapiens 
339 <400> SEQUENCE: 6 



341 


Met 


Ser 


Cys 


Val 


Lys 


Leu 


Trp 


Pro 


Ser 


Gly 


Ala 


Pro 


Ala 


Pro 


Leu 


Val 


342 


1 








5 










10 










15 




345 


Ser 


He 


Glu 


Glu 


Leu 


Glu 


Asn 


Gin 


Glu 


Leu 


Val 


Gly 


Lys 


Asp Gly 


Phe 


346 








20 










25 










30 






349 


Gly 


Thr 


Val 


Phe 


Arg 


Ala 


Gin 


His 


Arg 


Lys 


Trp 


Gly 


Tyr 


Asp 


Val 


Ala 


350 






35 










40 










45 








353 


Val 


Lys 


He 


Val 


Asn 


Ser 


Lys 


Ala 


He 


Ser 


Arg 


Glu 


Val 


Lys 


Ala 


Met 


354 




50 










55 










60 










357 


Ala 


Ser 


Leu 


Asp 


Asn 


Glu 


Phe 


Val 


Leu 


Arg 


Leu 


Glu 


Gly 


Val 


He 


Glu 


358 


65 










70 










75 










80 


361 


Lys 


Val 


Asn 


Trp 


Asp 


Gin 


Asp 


Pro 


Lys 


Pro 


Ala 


Leu 


val 


Thr 


Lys 


Phe 


362 










85 










90 










95 




365 


Met 


Glu 


Asn 


Gly 


Ser 


Leu 


Ser 


Gly 


Leu 


Leu 


Gin 


Ser 


Gin 


Cys 


^Pro 


Arg 


366 








100 










105 










110 
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369 Pro Trp Pro Leu Leu Cys Arg Leu Leu Lys Glu Val Val Leu Gly Met 

370 115 120 125 

373 Phe Tyr Leu His Asp Gin Asn Pro Val Leu Leu His Arg Asp Leu Lys 

374 130 135 140 

377 Pro Ser Asn Val Leu Pro Asp Pro Glu Leu His Val Lys Leu Ala Asp 

378 145 150 155 160 

381 Phe Gly Leu Ser Thr Phe Gin Gly Gly Ser Gin Ser Gly Thr Gly Ser 

382 165 170 175 

3 8>^ Gly Glu Pro Gly Gly Thr Leu Gly Tyr Leu Ala Pro Glu Leu Phe Val 
3861 180 185 190 

389' Asn Val Asn Arg Lys Ala Ser Thr Ala Ser Asp Val Tyr Ser Phe Gly 
390 195 200 205 

393 He Leu Met Trp Ala Val Leu Ala Gly Arg Glu Val Glu Leu Pro Thr 

394 210 215 220 

397 Glu Pro Ser Leu Val Tyr Glu Ala Val Cys Asn Arg Gin Asn Arg Pro 

398 225 230 235 240 

401 Ser Leu Ala Glu Leu Pro Gin Ala Gly Pro Glu Thr Pro Gly Leu Glu 

402 245 250 255 

405 Gly Leu Lys Glu Leu Met Gin Leu Cys Trp Ser Ser Glu Pro Lys Asp 

406 260 265 270 

409 Arg Pro Ser Phe Gin Glu Cys Leu Pro Lys Thr Asp Glu Val Phe Gin 

410 275 280 285 

413 Met Val Glu Asn Asn Met Asn Ala Ala Val Ser Thr Val Lys Asp Phe 

414 290 295 300 

417 Leu Ser Gin Leu Lys Ser Ser Asn Arg Arg Phe Ser He Pro Glu Ser 

418 305 310 315 320 

421 Gly Gin Gly Gly Thr Glu Met Asp Gly Phe Arg Arg Thr He Glu Asn 

422 325 330 335 

425 Gin His Ser Arg Asn Asp Val Met Val Ser Glu Trp Leu Asn Lys Leu 

426 340 345 350 

429 Asn Leu Glu Glu Pro Pro Ser Ser Val Pro Lys Lys Cys Pro Ser Leu 

430 355 360 365 

433 Thr Lys Arg Ser Arg Ala Gin Glu Glu Gin Val Pro Gin Ala Trp Thr 

434 370 375 380 

437 Ala Gly Thr Ser Ser Asp Ser Met Ala Gin Pro Pro Gin Thr Pro Glu 

438 385 390 395 400 

441 Thr Ser Thr Phe Arg Asn Gin Met Pro Ser Pro Thr Ser Thr Gly Thr 

442 405 410 415 

445 Pro Ser Pro Gly Pro Arg Gly Asn Gin Gly Ala Glu Arg Gin Gly Met 

446 420 425 430 

44 9 Asn Trp Ser Cys Arg Thr Pro Glu Pro Asn Pro Val Thr Gly Arg Pro 
450 435 440 445 

453 Leu Val Asn He Tyr Asn Cys Ser Gly Val Gin Val Gly Asp Asn Asn 

454 450 455 460 

4 57 Tyr Leu Thr Met Gin Gin Thr Thr Ala Leu Pro Thr Trp Gly Leu Ala 
458 465 470 475 480 

461 Pro Ser Gly Lys Gly Arg Gly Leu Gin His Pro Pro Pro Val Gly Ser 

462 485 490 495 

465 Gin Glu Gly Pro Lys Asp Pro Glu Ala Trp Ser Arg Pro Gin Gly Trp 
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